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Species Gene Symbol Gene ID GenBank Accession Transcript
Human KCNC1 3746 BC107129 NM_004976
About the gene

Official Symbol KCNC1

Previous Symbol -

Official Full Name | potassium voltage-gated channel subfamily C member 1

Synonyms Kv3.1

Location 11pl15.1
Gene Type protein-coding gene
Uniprot ID P48547

Pathway/Library Ubiquitin Ligases Genes Library

The Shaker gene family of Drosophila encodes components of voltage-gated potassium channels and is
comprised of four subfamilies. Based on sequence similarity, this gene is similar to one of these
subfamilies, namely the Shaw subfamily. The protein encoded by this gene belongs to the delayed rectifier
class of channel proteins and is an integral membrane protein that mediates the voltage-dependent
potassium ion permeability of excitable membranes. Multiple transcript variants encoding different
isoforms have been inferred for this gene based on orthologous loci.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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